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Supplemental Table 1 – 121 gene list used to identify 34-gene ccRCC classifier

	Category 
	Genes

	120  Probes
	ACAA2, ACADL, ACAT1, ACBD6, ADFP, AFG3L2, ALDH1A2, ALDH3A2, AP4B1, AQP11, ARSE, B3GNT6, B3GALT7, BAT4, BCL2L12, BNIP3L, C5orf19, C11orf1, C13orf1, C9orf87, CDH3, CWF19L2, CYB5R2, DREV1, DSCR5, ECHDC3, EHBP1, ESD, FAHD1, FAM44B, FLJ11200, FLJ11588, FLJ13646, FLJ14054, FLJ14146, FLJ14249, FLJ22104, FLJ23867, FLT1, FZD1, GALNT4, GALNT10, GHR, GIPC2, HIRIP5, HOXA4, HOXC10, HSPA4L, IMP-2, ITGA6, KCNE3, KIAA0436, KCNK6, KCNN4, LEPROTL1, LOC119710, LOC134147, LOC57146, LOC90624, MAOB, MAP7, MAPT, MATN4, MGC32124, MGC33887, MGC40405,  MRPL21, NETO2, NCE2, NMT2, NPM3, NPR3, NUDT14, OSBPL1A, PDGFD, PHYH, PMM1, PRKAA2, PTD012, RAB3IP, RBMX, RDX, RNASE4, SAA4, SLPI, SLC1A1, SLC4A1AP, SLC4A4, ST13, STK32B, SYTL1, TCEA3, TCN2, TIGA1, TLR3, TPM4, TUSC1, UNG2, USP4, YME1L1, ZADH1

	SAM
	FOXM1, GPR87, LAMB3, MOXD1, SERPINA3, SLC4A3, SRPX2, TGFB1

	Prognostic Markers
	ARNT, BIRC5, CDH5, EDNRB, ENG, EPAS1, KDR, NRP1, RGS5, ROR2, VEGFC, VCAM1


 
Supplemental Table 2. Models of Recurrence-free Survival
 
  
	 
 
Variable
	Univariate
Model
HR                P    
	Multivariate
Model
HR                P
	Final
Model
           P

	Subtype*
	2.2           <.001
	1.7           <.001
	.0009

	Stage$
	                <.001
	   
	.0007

	    II
	1.4             .121
	   1.3            .307
	 

	    III/IV
	2.4           <.001
	   1.8          <.001
	 

	Grade||
	                <.001
	 
	<.0001

	    3
	1.6             .002
	   1.3            .138
	 

	    4
	5.1           <.001
	   3.1          <.001
	 


 
 
 
 
 
 
 
 
 
 
 
 Abbreviation: HR, hazard ratio
* Subtype ccA was used as reference in univariate and multivariate analysis.
# Age ≤ 60 years old versus > 60 years old.
$ Stage I was used as reference in univariate and multivariate analysis. Stage was encoded as an ordinal variable with three levels.
|| Grade 1 and 2 were combined and used as reference in univariate and multivariate analysis.  Grade was encoded as an ordinal variable with three levels. 
 
 
Supplemental Table 3 – TCGA sample classification determined by PAM

	Sample ID
	ccA Probability
	ccB 

Probability
	Subtype 

Classification

	TCGA-DV-5575
	9.98E-01
	1.72E-03
	ccA

	TCGA-A3-3347
	1.96E-13
	1.00E+00
	ccB

	TCGA-A3-3349
	9.38E-01
	6.20E-02
	ccA

	TCGA-A3-3382
	3.92E-06
	1.00E+00
	ccB

	TCGA-A3-3306
	1.00E+00
	4.22E-06
	ccA

	TCGA-A3-3307
	1.00E+00
	1.16E-10
	ccA

	TCGA-A3-3308
	4.23E-07
	1.00E+00
	ccB

	TCGA-A3-3311
	4.09E-04
	1.00E+00
	ccB

	TCGA-A3-3313
	1.05E-02
	9.90E-01
	ccB

	TCGA-A3-3316
	1.07E-10
	1.00E+00
	ccB

	TCGA-A3-3317
	2.52E-06
	1.00E+00
	ccB

	TCGA-A3-3319
	9.61E-09
	1.00E+00
	ccB

	TCGA-A3-3320
	1.00E+00
	2.17E-11
	ccA

	TCGA-A3-3322
	1.00E+00
	3.97E-08
	ccA

	TCGA-A3-3323
	1.06E-02
	9.89E-01
	ccB

	TCGA-A3-3324
	1.00E+00
	2.62E-11
	ccA

	TCGA-A3-3325
	1.00E+00
	5.59E-06
	ccA

	TCGA-A3-3328
	1.05E-03
	9.99E-01
	ccB

	TCGA-A3-3329
	1.00E+00
	6.96E-10
	ccA

	TCGA-A3-3331
	1.00E+00
	1.09E-09
	ccA

	TCGA-A3-3335
	7.85E-04
	9.99E-01
	ccB

	TCGA-A3-3343
	1.00E+00
	7.68E-11
	ccA

	TCGA-A3-3351
	1.00E+00
	5.72E-05
	ccA

	TCGA-A3-3352
	1.00E+00
	4.83E-10
	ccA

	TCGA-A3-3357
	1.00E+00
	1.08E-06
	ccA

	TCGA-A3-3358
	1.37E-04
	1.00E+00
	ccB

	TCGA-A3-3359
	1.00E+00
	1.10E-10
	ccA

	TCGA-A3-3362
	1.00E+00
	1.28E-06
	ccA

	TCGA-A3-3363
	3.75E-02
	9.63E-01
	ccB

	TCGA-A3-3365
	9.98E-01
	1.90E-03
	ccA

	TCGA-A3-3367
	1.00E+00
	5.25E-08
	ccA

	TCGA-A3-3370
	1.00E+00
	4.47E-07
	ccA

	TCGA-A3-3372
	1.00E+00
	2.76E-09
	ccA

	TCGA-A3-3373
	1.00E+00
	8.69E-07
	ccA

	TCGA-A3-3374
	3.78E-07
	1.00E+00
	ccB

	TCGA-A3-3378
	2.17E-07
	1.00E+00
	ccB

	TCGA-A3-3380
	1.00E+00
	2.40E-06
	ccA

	TCGA-A3-3385
	1.00E+00
	9.32E-10
	ccA

	TCGA-A3-3387
	1.61E-10
	1.00E+00
	ccB

	TCGA-AK-3426
	2.28E-11
	1.00E+00
	ccB

	TCGA-AK-3427
	2.15E-02
	9.79E-01
	ccB

	TCGA-AK-3428
	1.00E+00
	4.65E-04
	ccA

	TCGA-AK-3429
	1.00E+00
	6.79E-09
	ccA

	TCGA-AK-3431
	1.34E-05
	1.00E+00
	ccB

	TCGA-AK-3433
	8.04E-04
	9.99E-01
	ccB

	TCGA-AK-3434
	1.00E+00
	1.61E-07
	ccA

	TCGA-AK-3440
	1.35E-06
	1.00E+00
	ccB

	TCGA-AK-3443
	8.14E-04
	9.99E-01
	ccB

	TCGA-AK-3445
	8.67E-10
	1.00E+00
	ccB

	TCGA-AK-3450
	1.00E+00
	3.71E-04
	ccA

	TCGA-AK-3451
	9.93E-01
	7.37E-03
	ccA

	TCGA-AK-3453
	9.15E-01
	8.55E-02
	ccA

	TCGA-AK-3454
	1.00E+00
	1.26E-10
	ccA

	TCGA-AK-3455
	1.00E+00
	1.02E-05
	ccA

	TCGA-AK-3456
	2.41E-04
	1.00E+00
	ccB

	TCGA-AK-3458
	1.00E+00
	3.21E-05
	ccA

	TCGA-AK-3460
	1.00E+00
	2.46E-06
	ccA

	TCGA-AK-3461
	3.57E-02
	9.64E-01
	ccB

	TCGA-AK-3465
	2.31E-05
	1.00E+00
	ccB

	TCGA-AS-3777
	4.69E-07
	1.00E+00
	ccB

	TCGA-B0-4693
	1.00E+00
	4.89E-06
	ccA

	TCGA-B0-4694
	6.59E-08
	1.00E+00
	ccB

	TCGA-B0-4696
	3.32E-07
	1.00E+00
	ccB

	TCGA-B0-4698
	3.62E-08
	1.00E+00
	ccB

	TCGA-B0-4707
	7.54E-08
	1.00E+00
	ccB

	TCGA-B0-4713
	3.65E-06
	1.00E+00
	ccB

	TCGA-B0-4718
	9.99E-01
	1.12E-03
	ccA

	TCGA-B0-4810
	7.07E-09
	1.00E+00
	ccB

	TCGA-B0-4811
	4.31E-01
	5.69E-01
	ccB

	TCGA-B0-4813
	1.09E-09
	1.00E+00
	ccB

	TCGA-B0-4815
	1.52E-13
	1.00E+00
	ccB

	TCGA-B0-4816
	9.85E-01
	1.51E-02
	ccA

	TCGA-B0-4817
	8.79E-08
	1.00E+00
	ccB

	TCGA-B0-4818
	1.00E+00
	6.47E-10
	ccA

	TCGA-B0-4821
	2.27E-09
	1.00E+00
	ccB

	TCGA-B0-4823
	7.28E-02
	9.27E-01
	ccB

	TCGA-B0-4824
	1.00E+00
	5.52E-09
	ccA

	TCGA-B0-4827
	2.91E-06
	1.00E+00
	ccB

	TCGA-B0-4833
	1.00E+00
	3.41E-07
	ccA

	TCGA-B0-4834
	2.58E-05
	1.00E+00
	ccB

	TCGA-B0-4837
	1.67E-07
	1.00E+00
	ccB

	TCGA-B0-4838
	1.00E+00
	3.92E-07
	ccA

	TCGA-B0-4839
	1.00E+00
	5.50E-06
	ccA

	TCGA-B0-4842
	3.14E-06
	1.00E+00
	ccB

	TCGA-B0-4843
	3.99E-08
	1.00E+00
	ccB

	TCGA-B0-4848
	9.94E-13
	1.00E+00
	ccB

	TCGA-B0-4849
	1.00E+00
	1.30E-08
	ccA

	TCGA-B0-4852
	1.00E+00
	3.44E-05
	ccA

	TCGA-B0-4945
	9.99E-01
	5.53E-04
	ccA

	TCGA-B0-5075
	3.07E-01
	6.93E-01
	ccB

	TCGA-B0-5077
	1.00E+00
	5.66E-07
	ccA

	TCGA-B0-5081
	1.19E-11
	1.00E+00
	ccB

	TCGA-B0-5083
	4.23E-08
	1.00E+00
	ccB

	TCGA-B0-5085
	1.00E+00
	3.82E-10
	ccA

	TCGA-B0-5088
	2.13E-06
	1.00E+00
	ccB

	TCGA-B0-5095
	1.98E-10
	1.00E+00
	ccB

	TCGA-B0-5096
	2.63E-12
	1.00E+00
	ccB

	TCGA-B0-5097
	2.51E-13
	1.00E+00
	ccB

	TCGA-B0-5098
	1.04E-07
	1.00E+00
	ccB

	TCGA-B0-5099
	1.00E+00
	3.38E-08
	ccA

	TCGA-B0-5100
	1.11E-09
	1.00E+00
	ccB

	TCGA-B0-5102
	1.00E+00
	3.32E-04
	ccA

	TCGA-B0-5104
	1.00E+00
	1.22E-10
	ccA

	TCGA-B0-5106
	1.00E+00
	3.76E-08
	ccA

	TCGA-B0-5108
	2.95E-09
	1.00E+00
	ccB

	TCGA-B0-5109
	7.79E-11
	1.00E+00
	ccB

	TCGA-B0-5110
	1.00E+00
	5.36E-09
	ccA

	TCGA-B0-5113
	1.00E+00
	4.42E-08
	ccA

	TCGA-B0-5116
	1.00E+00
	1.14E-05
	ccA

	TCGA-B0-5117
	2.03E-03
	9.98E-01
	ccB

	TCGA-B0-5119
	1.00E+00
	3.18E-10
	ccA

	TCGA-B0-5120
	9.15E-01
	8.47E-02
	ccA

	TCGA-B0-5121
	1.00E+00
	2.64E-08
	ccA

	TCGA-B0-5399
	9.84E-01
	1.55E-02
	ccA

	TCGA-B0-5400
	1.09E-07
	1.00E+00
	ccB

	TCGA-B0-5402
	1.00E+00
	2.69E-07
	ccA

	TCGA-B0-5690
	1.00E+00
	2.83E-09
	ccA

	TCGA-B0-5691
	1.24E-03
	9.99E-01
	ccB

	TCGA-B0-5692
	1.00E+00
	9.34E-08
	ccA

	TCGA-B0-5693
	1.00E+00
	2.20E-09
	ccA

	TCGA-B0-5694
	2.78E-02
	9.72E-01
	ccB

	TCGA-B0-5695
	1.00E+00
	7.12E-12
	ccA

	TCGA-B0-5696
	1.00E+00
	8.42E-09
	ccA

	TCGA-B0-5697
	2.95E-07
	1.00E+00
	ccB

	TCGA-B0-5698
	1.00E+00
	8.88E-08
	ccA

	TCGA-B0-5699
	1.00E+00
	2.19E-08
	ccA

	TCGA-B0-5701
	9.12E-04
	9.99E-01
	ccB

	TCGA-B0-5703
	1.00E+00
	9.80E-08
	ccA

	TCGA-B0-5705
	1.00E+00
	3.01E-11
	ccA

	TCGA-B0-5706
	2.24E-09
	1.00E+00
	ccB

	TCGA-B0-5709
	1.13E-08
	1.00E+00
	ccB

	TCGA-B0-5710
	1.00E+00
	1.90E-07
	ccA

	TCGA-B0-5711
	1.00E+00
	9.26E-09
	ccA

	TCGA-B0-5713
	1.00E+00
	1.63E-10
	ccA

	TCGA-B0-5812
	1.00E+00
	2.59E-04
	ccA

	TCGA-B2-3923
	6.02E-03
	9.94E-01
	ccB

	TCGA-B2-3924
	1.00E+00
	1.23E-08
	ccA

	TCGA-B2-4098
	4.11E-04
	1.00E+00
	ccB

	TCGA-B2-4099
	1.00E+00
	4.01E-08
	ccA

	TCGA-B2-4101
	1.00E+00
	2.72E-04
	ccA

	TCGA-B2-4102
	1.00E+00
	6.06E-07
	ccA

	TCGA-B2-5633
	6.78E-06
	1.00E+00
	ccB

	TCGA-B2-5635
	1.00E+00
	4.31E-06
	ccA

	TCGA-B2-5636
	9.53E-10
	1.00E+00
	ccB

	TCGA-B2-5641
	4.04E-03
	9.96E-01
	ccB

	TCGA-B4-5378
	3.87E-08
	1.00E+00
	ccB

	TCGA-B4-5832
	1.28E-06
	1.00E+00
	ccB

	TCGA-B4-5834
	1.00E+00
	2.34E-09
	ccA

	TCGA-B4-5835
	8.80E-03
	9.91E-01
	ccB

	TCGA-B4-5836
	1.00E+00
	9.62E-08
	ccA

	TCGA-B4-5838
	1.19E-04
	1.00E+00
	ccB

	TCGA-B4-5843
	9.69E-01
	3.14E-02
	ccA

	TCGA-B4-5844
	1.00E+00
	4.50E-10
	ccA

	TCGA-B8-4146
	1.00E+00
	5.46E-07
	ccA

	TCGA-B8-4148
	1.00E+00
	6.52E-09
	ccA

	TCGA-B8-4151
	1.00E+00
	4.23E-13
	ccA

	TCGA-B8-4153
	1.00E+00
	3.87E-11
	ccA

	TCGA-B8-4154
	1.00E+00
	4.24E-08
	ccA

	TCGA-B8-4619
	1.31E-07
	1.00E+00
	ccB

	TCGA-B8-4620
	2.58E-05
	1.00E+00
	ccB

	TCGA-B8-4621
	2.55E-03
	9.97E-01
	ccB

	TCGA-B8-5158
	7.03E-11
	1.00E+00
	ccB

	TCGA-B8-5159
	9.99E-01
	7.33E-04
	ccA

	TCGA-B8-5163
	2.39E-12
	1.00E+00
	ccB

	TCGA-B8-5164
	1.00E+00
	3.26E-06
	ccA

	TCGA-B8-5165
	9.19E-01
	8.14E-02
	ccA

	TCGA-B8-5545
	1.38E-08
	1.00E+00
	ccB

	TCGA-B8-5546
	5.31E-02
	9.47E-01
	ccB

	TCGA-B8-5549
	9.99E-01
	1.16E-03
	ccA

	TCGA-B8-5550
	2.18E-06
	1.00E+00
	ccB

	TCGA-B8-5551
	2.38E-11
	1.00E+00
	ccB

	TCGA-B8-5552
	4.14E-03
	9.96E-01
	ccB

	TCGA-B8-5553
	1.00E+00
	1.25E-05
	ccA

	TCGA-BP-4158
	1.00E+00
	8.72E-11
	ccA

	TCGA-BP-4159
	9.99E-01
	1.07E-03
	ccA

	TCGA-BP-4160
	8.68E-01
	1.32E-01
	ccA

	TCGA-BP-4161
	4.06E-01
	5.94E-01
	ccB

	TCGA-BP-4162
	1.00E+00
	8.63E-07
	ccA

	TCGA-BP-4163
	4.72E-09
	1.00E+00
	ccB

	TCGA-BP-4164
	1.00E+00
	8.58E-10
	ccA

	TCGA-BP-4165
	1.00E+00
	2.33E-09
	ccA

	TCGA-BP-4166
	1.00E+00
	4.94E-06
	ccA

	TCGA-BP-4167
	5.59E-11
	1.00E+00
	ccB

	TCGA-BP-4169
	9.68E-09
	1.00E+00
	ccB

	TCGA-BP-4170
	1.00E+00
	3.81E-09
	ccA

	TCGA-BP-4173
	1.14E-08
	1.00E+00
	ccB

	TCGA-BP-4174
	1.00E+00
	2.33E-05
	ccA

	TCGA-BP-4176
	2.63E-09
	1.00E+00
	ccB

	TCGA-BP-4177
	2.94E-08
	1.00E+00
	ccB

	TCGA-BP-4325
	1.00E+00
	2.72E-10
	ccA

	TCGA-BP-4326
	9.65E-09
	1.00E+00
	ccB

	TCGA-BP-4327
	1.00E+00
	9.32E-06
	ccA

	TCGA-BP-4329
	8.31E-01
	1.69E-01
	ccA

	TCGA-BP-4330
	9.93E-01
	7.08E-03
	ccA

	TCGA-BP-4332
	1.00E+00
	2.40E-05
	ccA

	TCGA-BP-4334
	1.65E-05
	1.00E+00
	ccB

	TCGA-BP-4337
	1.27E-07
	1.00E+00
	ccB

	TCGA-BP-4338
	3.07E-11
	1.00E+00
	ccB

	TCGA-BP-4340
	1.00E+00
	5.21E-10
	ccA

	TCGA-BP-4341
	1.00E+00
	9.48E-09
	ccA

	TCGA-BP-4343
	1.93E-08
	1.00E+00
	ccB

	TCGA-BP-4345
	5.04E-10
	1.00E+00
	ccB

	TCGA-BP-4346
	2.47E-05
	1.00E+00
	ccB

	TCGA-BP-4347
	1.00E+00
	7.47E-10
	ccA

	TCGA-BP-4349
	1.00E+00
	7.59E-09
	ccA

	TCGA-BP-4351
	1.17E-04
	1.00E+00
	ccB

	TCGA-BP-4355
	9.98E-01
	2.32E-03
	ccA

	TCGA-BP-4756
	1.90E-02
	9.81E-01
	ccB

	TCGA-BP-4758
	1.00E+00
	2.27E-07
	ccA

	TCGA-BP-4759
	1.00E+00
	1.65E-04
	ccA

	TCGA-BP-4760
	5.28E-11
	1.00E+00
	ccB

	TCGA-BP-4761
	1.14E-09
	1.00E+00
	ccB

	TCGA-BP-4762
	7.14E-06
	1.00E+00
	ccB

	TCGA-BP-4763
	4.78E-06
	1.00E+00
	ccB

	TCGA-BP-4765
	9.71E-01
	2.93E-02
	ccA

	TCGA-BP-4766
	1.00E+00
	4.81E-10
	ccA

	TCGA-BP-4768
	1.00E+00
	8.72E-07
	ccA

	TCGA-BP-4769
	8.92E-10
	1.00E+00
	ccB

	TCGA-BP-4770
	1.32E-08
	1.00E+00
	ccB

	TCGA-BP-4774
	1.00E+00
	2.96E-11
	ccA

	TCGA-BP-4775
	1.00E+00
	9.99E-09
	ccA

	TCGA-BP-4777
	1.00E+00
	4.67E-04
	ccA

	TCGA-BP-4781
	1.38E-08
	1.00E+00
	ccB

	TCGA-BP-4782
	1.25E-05
	1.00E+00
	ccB

	TCGA-BP-4784
	4.28E-11
	1.00E+00
	ccB

	TCGA-BP-4789
	1.00E+00
	4.19E-04
	ccA

	TCGA-BP-4790
	1.40E-07
	1.00E+00
	ccB

	TCGA-BP-4795
	1.82E-10
	1.00E+00
	ccB

	TCGA-BP-4797
	3.59E-09
	1.00E+00
	ccB

	TCGA-BP-4799
	1.91E-05
	1.00E+00
	ccB

	TCGA-BP-4801
	1.00E+00
	4.28E-05
	ccA

	TCGA-BP-4803
	1.00E+00
	1.16E-04
	ccA

	TCGA-BP-4804
	4.99E-11
	1.00E+00
	ccB

	TCGA-BP-4807
	9.99E-01
	1.25E-03
	ccA

	TCGA-BP-4959
	6.36E-01
	3.64E-01
	ccA

	TCGA-BP-4960
	1.05E-06
	1.00E+00
	ccB

	TCGA-BP-4961
	9.70E-01
	3.01E-02
	ccA

	TCGA-BP-4962
	2.91E-07
	1.00E+00
	ccB

	TCGA-BP-4963
	8.94E-01
	1.06E-01
	ccA

	TCGA-BP-4964
	8.29E-01
	1.71E-01
	ccA

	TCGA-BP-4967
	7.18E-03
	9.93E-01
	ccB

	TCGA-BP-4968
	1.00E+00
	1.50E-08
	ccA

	TCGA-BP-4969
	1.00E+00
	8.14E-11
	ccA

	TCGA-BP-4970
	1.91E-06
	1.00E+00
	ccB

	TCGA-BP-4971
	4.41E-07
	1.00E+00
	ccB

	TCGA-BP-4972
	1.00E+00
	2.31E-04
	ccA

	TCGA-BP-4973
	1.00E+00
	1.07E-09
	ccA

	TCGA-BP-4975
	1.00E+00
	1.17E-06
	ccA

	TCGA-BP-4976
	1.00E+00
	1.75E-10
	ccA

	TCGA-BP-4977
	9.23E-01
	7.72E-02
	ccA

	TCGA-BP-4981
	1.00E+00
	3.83E-09
	ccA

	TCGA-BP-4982
	1.00E+00
	1.08E-05
	ccA

	TCGA-BP-4983
	1.91E-11
	1.00E+00
	ccB

	TCGA-BP-4985
	2.23E-11
	1.00E+00
	ccB

	TCGA-BP-4987
	1.00E+00
	1.00E-10
	ccA

	TCGA-BP-4988
	4.45E-07
	1.00E+00
	ccB

	TCGA-BP-4989
	8.18E-03
	9.92E-01
	ccB

	TCGA-BP-4991
	1.00E+00
	3.29E-06
	ccA

	TCGA-BP-4992
	1.51E-03
	9.98E-01
	ccB

	TCGA-BP-4993
	9.99E-01
	1.15E-03
	ccA

	TCGA-BP-4994
	8.78E-02
	9.12E-01
	ccB

	TCGA-BP-4995
	9.72E-01
	2.79E-02
	ccA

	TCGA-BP-4998
	6.58E-08
	1.00E+00
	ccB

	TCGA-BP-4999
	1.00E+00
	8.86E-09
	ccA

	TCGA-BP-5000
	8.55E-06
	1.00E+00
	ccB

	TCGA-BP-5001
	1.00E+00
	7.98E-09
	ccA

	TCGA-BP-5004
	1.00E+00
	5.64E-08
	ccA

	TCGA-BP-5006
	1.00E+00
	9.84E-10
	ccA

	TCGA-BP-5007
	1.00E+00
	6.39E-10
	ccA

	TCGA-BP-5008
	1.03E-02
	9.90E-01
	ccB

	TCGA-BP-5009
	1.72E-07
	1.00E+00
	ccB

	TCGA-BP-5010
	9.95E-10
	1.00E+00
	ccB

	TCGA-BP-5168
	1.00E+00
	1.20E-10
	ccA

	TCGA-BP-5169
	3.27E-10
	1.00E+00
	ccB

	TCGA-BP-5170
	4.32E-06
	1.00E+00
	ccB

	TCGA-BP-5173
	1.00E+00
	9.98E-06
	ccA

	TCGA-BP-5174
	1.00E+00
	7.51E-05
	ccA

	TCGA-BP-5175
	8.67E-07
	1.00E+00
	ccB

	TCGA-BP-5176
	1.00E+00
	1.03E-09
	ccA

	TCGA-BP-5177
	9.99E-01
	9.35E-04
	ccA

	TCGA-BP-5180
	5.22E-01
	4.78E-01
	ccA

	TCGA-BP-5181
	1.00E+00
	6.48E-11
	ccA

	TCGA-BP-5182
	9.01E-08
	1.00E+00
	ccB

	TCGA-BP-5183
	1.00E+00
	4.02E-04
	ccA

	TCGA-BP-5187
	8.32E-01
	1.68E-01
	ccA

	TCGA-BP-5189
	2.62E-07
	1.00E+00
	ccB

	TCGA-BP-5190
	1.00E+00
	1.07E-06
	ccA

	TCGA-BP-5191
	9.92E-08
	1.00E+00
	ccB

	TCGA-BP-5192
	1.00E+00
	1.89E-11
	ccA

	TCGA-BP-5194
	1.00E+00
	2.06E-07
	ccA

	TCGA-BP-5195
	8.54E-01
	1.46E-01
	ccA

	TCGA-BP-5196
	2.65E-10
	1.00E+00
	ccB

	TCGA-BP-5198
	6.13E-13
	1.00E+00
	ccB

	TCGA-BP-5199
	1.14E-07
	1.00E+00
	ccB

	TCGA-BP-5200
	1.00E+00
	5.64E-08
	ccA

	TCGA-BP-5202
	1.00E+00
	1.77E-10
	ccA

	TCGA-CJ-4634
	1.00E+00
	5.42E-12
	ccA

	TCGA-CJ-4635
	9.96E-01
	4.22E-03
	ccA

	TCGA-CJ-4636
	1.03E-04
	1.00E+00
	ccB

	TCGA-CJ-4639
	1.00E+00
	1.68E-09
	ccA

	TCGA-CJ-4640
	3.95E-02
	9.61E-01
	ccB

	TCGA-CJ-4643
	1.00E+00
	1.31E-10
	ccA

	TCGA-CJ-4869
	2.02E-07
	1.00E+00
	ccB

	TCGA-CJ-4872
	1.92E-05
	1.00E+00
	ccB

	TCGA-CJ-4873
	1.50E-07
	1.00E+00
	ccB

	TCGA-CJ-4874
	1.00E+00
	2.08E-10
	ccA

	TCGA-CJ-4876
	5.23E-01
	4.77E-01
	ccA

	TCGA-CJ-4878
	1.00E+00
	1.90E-04
	ccA

	TCGA-CJ-4881
	1.90E-09
	1.00E+00
	ccB

	TCGA-CJ-4882
	2.23E-10
	1.00E+00
	ccB

	TCGA-CJ-4884
	3.30E-01
	6.70E-01
	ccB

	TCGA-CJ-4886
	1.00E+00
	2.07E-06
	ccA

	TCGA-CJ-4889
	1.56E-06
	1.00E+00
	ccB

	TCGA-CJ-4891
	3.09E-09
	1.00E+00
	ccB

	TCGA-CJ-4892
	1.00E+00
	2.84E-09
	ccA

	TCGA-CJ-4893
	1.00E+00
	4.41E-08
	ccA

	TCGA-CJ-4894
	9.91E-01
	9.14E-03
	ccA

	TCGA-CJ-4897
	1.00E+00
	1.19E-09
	ccA

	TCGA-CJ-4899
	5.75E-04
	9.99E-01
	ccB

	TCGA-CJ-4901
	1.87E-11
	1.00E+00
	ccB

	TCGA-CJ-4902
	7.72E-07
	1.00E+00
	ccB

	TCGA-CJ-4903
	1.00E+00
	2.29E-06
	ccA

	TCGA-CJ-4905
	1.00E+00
	1.93E-09
	ccA

	TCGA-CJ-4907
	2.95E-03
	9.97E-01
	ccB

	TCGA-CJ-4908
	8.59E-02
	9.14E-01
	ccB

	TCGA-CJ-4912
	3.50E-02
	9.65E-01
	ccB

	TCGA-CJ-4916
	1.00E+00
	9.26E-07
	ccA

	TCGA-CJ-4920
	9.53E-08
	1.00E+00
	ccB

	TCGA-CJ-5671
	1.08E-10
	1.00E+00
	ccB

	TCGA-CJ-5672
	9.46E-01
	5.44E-02
	ccA

	TCGA-CJ-5675
	1.00E+00
	3.77E-07
	ccA

	TCGA-CJ-5676
	2.99E-06
	1.00E+00
	ccB

	TCGA-CJ-5679
	1.32E-08
	1.00E+00
	ccB

	TCGA-CJ-5683
	1.00E+00
	1.85E-09
	ccA

	TCGA-CJ-5684
	1.00E+00
	7.67E-08
	ccA

	TCGA-CJ-5686
	6.50E-01
	3.50E-01
	ccA

	TCGA-CJ-5689
	1.65E-04
	1.00E+00
	ccB

	TCGA-CJ-6027
	5.63E-10
	1.00E+00
	ccB

	TCGA-CJ-6030
	4.37E-07
	1.00E+00
	ccB

	TCGA-CJ-6031
	2.17E-11
	1.00E+00
	ccB

	TCGA-CJ-6032
	1.00E+00
	9.40E-10
	ccA

	TCGA-CW-5581
	1.00E+00
	1.41E-07
	ccA

	TCGA-CW-5583
	1.00E+00
	2.95E-06
	ccA

	TCGA-CW-5584
	1.00E+00
	1.87E-06
	ccA

	TCGA-CW-5587
	1.00E+00
	2.70E-06
	ccA

	TCGA-CW-5589
	1.00E+00
	1.34E-06
	ccA

	TCGA-CW-6088
	1.00E+00
	1.26E-08
	ccA

	TCGA-CW-6090
	1.00E+00
	9.89E-05
	ccA

	TCGA-CW-6093
	1.00E+00
	5.34E-09
	ccA

	TCGA-CW-6097
	1.05E-12
	1.00E+00
	ccB

	TCGA-CZ-4853
	1.00E+00
	2.49E-09
	ccA

	TCGA-CZ-4854
	3.69E-11
	1.00E+00
	ccB

	TCGA-CZ-4856
	1.00E+00
	2.94E-07
	ccA

	TCGA-CZ-4858
	3.84E-11
	1.00E+00
	ccB

	TCGA-CZ-4859
	1.00E+00
	3.69E-11
	ccA

	TCGA-CZ-4862
	2.13E-04
	1.00E+00
	ccB

	TCGA-CZ-4863
	1.00E+00
	8.64E-06
	ccA

	TCGA-CZ-4864
	1.00E+00
	1.02E-09
	ccA

	TCGA-CZ-4866
	9.99E-01
	1.42E-03
	ccA

	TCGA-CZ-5452
	8.37E-01
	1.63E-01
	ccA

	TCGA-CZ-5453
	1.00E+00
	3.47E-12
	ccA

	TCGA-CZ-5457
	1.00E+00
	1.73E-09
	ccA

	TCGA-CZ-5458
	6.02E-01
	3.98E-01
	ccA

	TCGA-CZ-5463
	1.00E+00
	9.60E-10
	ccA

	TCGA-CZ-5465
	1.00E+00
	1.20E-09
	ccA

	TCGA-CZ-5467
	1.00E+00
	1.26E-08
	ccA

	TCGA-CZ-5469
	4.50E-09
	1.00E+00
	ccB

	TCGA-CZ-5470
	9.21E-01
	7.90E-02
	ccA

	TCGA-CZ-5982
	1.00E+00
	1.88E-08
	ccA

	TCGA-CZ-5984
	3.70E-11
	1.00E+00
	ccB

	TCGA-CZ-5985
	1.48E-02
	9.85E-01
	ccB

	TCGA-CZ-5986
	1.00E+00
	5.49E-10
	ccA

	TCGA-CZ-5988
	8.10E-08
	1.00E+00
	ccB

	TCGA-CZ-5989
	1.00E+00
	7.98E-07
	ccA

	TCGA-DV-5565
	6.59E-02
	9.34E-01
	ccB

	TCGA-DV-5566
	9.99E-01
	7.05E-04
	ccA

	TCGA-DV-5567
	7.58E-10
	1.00E+00
	ccB

	TCGA-DV-5569
	4.36E-01
	5.64E-01
	ccB

	TCGA-DV-5574
	2.17E-09
	1.00E+00
	ccB

	TCGA-DV-5576
	6.37E-09
	1.00E+00
	ccB


Supplemental Table 4 – PAM classification of clinical cohort
	        Sample ID
	ccA Probability
	               ccB 

           Probability
	   Subtype Classification

	40

44

45

47

48

49

57

59

62

63

64

71

74

75

76

77

83

87

88

92

94

99

104

109

112

126

127

128

138

143

144

145

148

149

150

154

158

162

163

165

167

173

174

183

185

186

187

188

189

191

193

197

201

209

219

227

228

242

244

247

249

250

252

258

260

261

266

274

279

280

282

286

287

292

296

297

301

311

318

337

358

370

395

398

408

413

427

428

431

433

436

439

440

452

461

463

466

485

486

487

490

493

494

499

509

515

537

541

544

549

550

559

560

561

562

566

569

570

571

576

578

579

581

584

586

587

591

598

600

601

607

610

623

625

630

641

642

644

657

661

668

687

704

737

743

753

758

763

779

785

787

788

794

815

823

840

613


	4.64E-07

1.80E-03

5.22E-01

3.57E-07

4.26E-06

5.46E-08

2.05E-01

9.70E-04

5.34E-01

1.49E-06

9.98E-01

6.18E-01

9.08E-07

9.85E-01

9.98E-01

9.83E-01

1.98E-04

3.04E-06

5.69E-02

9.47E-01

7.55E-01

1.00E+00

9.98E-01

9.04E-02

1.85E-07

6.95E-03

9.14E-03

6.16E-02

7.95E-01

4.47E-05

9.95E-01

9.92E-01

1.36E-04

1.38E-03

1.08E-02

8.78E-01

5.85E-04

8.20E-08

6.08E-01

1.02E-03

6.92E-08

1.94E-02

1.72E-02

4.68E-06

3.54E-07

1.76E-02

1.48E-04

9.61E-01

5.17E-05

1.82E-04

8.70E-04

6.56E-01

9.99E-01

9.99E-01

7.43E-01

2.25E-02

4.11E-02

9.75E-03

1.88E-01

4.21E-01

2.26E-07

9.62E-01

4.21E-04

9.97E-01

9.28E-01

1.00E+00

2.35E-01

3.40E-05

2.48E-06

9.74E-01

9.99E-01

9.09E-01

1.00E+00

1.66E-04

8.74E-02

8.86E-06

9.98E-01

1.40E-01

9.77E-01

4.45E-04

1.83E-05

2.30E-05

8.54E-05

6.01E-02

1.00E+00

7.87E-05

1.85E-03

9.57E-01

1.66E-06

9.99E-01

1.16E-01

1.35E-03

1.00E+00

6.11E-07

4.90E-06

1.92E-07

8.85E-08

3.38E-01

8.51E-01

1.00E+00

1.43E-04

9.99E-01

9.86E-01

5.46E-04

1.00E+00

2.02E-02

9.83E-01

8.95E-01

7.48E-06

3.12E-03

4.21E-02

9.38E-01

9.32E-05

9.99E-01

9.35E-01

9.99E-01

6.81E-04

6.85E-01

1.00E+00

9.74E-01

4.39E-01

9.98E-01

7.14E-01

9.99E-01

9.99E-01

1.00E+00

9.03E-01

4.86E-03

4.35E-03

1.47E-01

1.00E+00

9.12E-01

2.82E-05

1.37E-01

1.27E-02

2.33E-01

7.67E-02

4.26E-06

9.98E-01

4.55E-04

8.34E-01

1.00E+00

3.66E-02

5.37E-01

7.18E-01

3.19E-01

8.46E-08

2.02E-05

9.99E-01

8.16E-02

6.92E-01

9.82E-01

5.73E-06

1.00E+00

9.99E-01

9.94E-01

1.00E+00


	1.00E+00

9.98E-01

4.78E-01

1.00E+00

1.00E+00

1.00E+00

7.95E-01

9.99E-01

4.66E-01

1.00E+00

2.37E-03

3.82E-01

1.00E+00

1.54E-02

1.72E-03

1.71E-02

1.00E+00

1.00E+00

9.43E-01

5.29E-02

2.45E-01

4.89E-04

2.34E-03

9.10E-01

1.00E+00

9.93E-01

9.91E-01

9.38E-01

2.05E-01

1.00E+00

4.55E-03

7.70E-03

1.00E+00

9.99E-01

9.89E-01

1.22E-01

9.99E-01

1.00E+00

3.92E-01

9.99E-01

1.00E+00

9.81E-01

9.83E-01

1.00E+00

1.00E+00

9.82E-01

1.00E+00

3.94E-02

1.00E+00

1.00E+00

9.99E-01

3.44E-01

6.30E-04

1.38E-03

2.57E-01

9.78E-01

9.59E-01

9.90E-01

8.12E-01

5.79E-01

1.00E+00

3.76E-02

1.00E+00

2.86E-03

7.20E-02

4.93E-04

7.65E-01

1.00E+00

1.00E+00

2.58E-02

6.16E-04

9.07E-02

1.47E-04

1.00E+00

9.13E-01

1.00E+00

2.21E-03

8.60E-01

2.33E-02

1.00E+00

1.00E+00

1.00E+00

1.00E+00

9.40E-01

7.71E-05

1.00E+00

9.98E-01

4.32E-02

1.00E+00

7.22E-04

8.84E-01

9.99E-01

1.67E-05

1.00E+00

1.00E+00

1.00E+00

1.00E+00

6.62E-01

1.49E-01

2.67E-05

1.00E+00

5.32E-04

1.40E-02

9.99E-01

2.59E-06

9.80E-01

1.73E-02

1.05E-01

1.00E+00

9.97E-01

9.58E-01

6.16E-02

1.00E+00

1.16E-03

6.55E-02

1.44E-03

9.99E-01

3.15E-01

9.98E-05

2.59E-02

5.61E-01

1.81E-03

2.86E-01

9.22E-04

9.34E-04

3.54E-05

9.71E-02

9.95E-01

9.96E-01

8.53E-01

2.23E-04

8.77E-02

1.00E+00

8.63E-01

9.87E-01

7.67E-01

9.23E-01

1.00E+00

1.60E-03

1.00E+00

1.66E-01

2.89E-04

9.63E-01

4.63E-01

2.82E-01

6.81E-01

1.00E+00

1.00E+00

7.72E-04

9.18E-01

3.08E-01

1.81E-02

1.00E+00

7.27E-07

7.19E-04

6.32E-03

2.31E-04
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